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Data" has come to mean anything too large for processing on a
workstation, but how big is it? In bioinformatics, a single genome is huge, yet meta-genomics
analyzes multiple genomes simultaneously. This presentation relates practical experiences of an
NSF-funded project assembling and annotating DNA sequences of multiple unknown
microorganisms taken from goats’ rumen microbial communities in order to provide a better
understanding of how to use various agricultural waste resources to produce important
biomolecules. Bacterial and fungal metagenomics and DNA libraries were sequenced using the
next generation sequencing technology. The rumen fungal community plays a key role in
releasing carbohydrates from cellulosic biomass, and in providing nutrients and energy for these
ruminant animals. Results are expected to provide genomic information on fungal communities
and to have a great impact on enhancing the research/management capacity in goat farming. In
this project, each DNA sequence was about 100 bases long and the sequences were mixed
together for all of the unknown microorganisms. One of the goals was to assemble these short
sequences into larger ones and then determine what microorganisms were represented by the
DNA. A primary challenge was how to handle this "Big Data."
Follow-up Roundtable Discussion: 9:00 – 10:00 am Fri Sep 28
Morris Library Rm752-754
Questions: contact Dr. Jane Geisler-Lee geislerlee@siu.edu
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